Precleared Chromatin DNA was prepared from K562 cells before and after hemin induction as in the usual ChIP assay. 350μg chromatin DNA was immunoprecipitated with anti-SATB1 antibody (Abcam) in the first round ChIP, the precipitated complexes were gently washed with washing buffer I (0.1% SDS, 1％ Triton X-100, 2mM EDTA, 150mM NaCl, 20mM Tris-HCl (pH 8.0)) once and washing buffer II (0.1% SDS, 1％ Triton X-100, 2mM EDTA, 500mM NaCl, 20mM Tris-HCl (pH 8.0)) once before eluted in 75 μl 10 mM DTT for 30 min at 37°C. After centrifugation, the supernatant was diluted to 1.5ml with ChIP dilution buffer (0.01% SDS, 1.1% Triton X-100, 1.2 mM EDTA, 16.7 mM Tris-HCl (pH 8.1), and 167 mM NaCl) containing protease inhibitors Cocktail (1 mM PMSF and 1 μg/ml each of aprotinin, leupeptin, and pepstatin) and subjected again to the ChIP procedure with anti-SIRT1 antibody (Santa Cruz). The precipitated complexes were recovered by incubation with protein A-agarose at 4℃ for 2 hrs, centrifuged at a low speed, and subjected to reverse cross-linking by an overnight incubation at 65°C. DNA within the complexes was extracted with phenol-chloroform/isoamyl alcohol (25:24:1), precipitated with ethanol, and used for real-time PCR analysis with primers for MARHS2 and MAR (As shown in the main text). Data analyzing of ReChIP follows the same procedure as that for ChIP (see main text).
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